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4 <110> APPLICANT: TURPEN, Thomas H. 

6 <120> TITLE OF INVENTION: VIRAL AMPLIFICATION OF RECOMBINANT 

7 MESSENGER RNA IN TRANSGENIC PLANTS 
10 <130> FILE REFERENCE: 00801010 3DVUS02 

C--> 12 <140> CURRENT APPLICATION NUMBER: US/09/930, 329 
13 <141> CURRENT FILING DATE: 2001-08-14 

15 <150> PRIOR APPLICATION NUMBER: 09/414,916 jg fl | |— ^ 

16 <151> PRIOR FILING DATE: 1999-10-08 E 1\| |J ^ C JT\ 

18 <150> PRIOR APPLICATION NUMBER: 08/336,724 ~ ' <— I 

19 <151> PRIOR FILING DATE: 1994-11-09 
21 <160> NUMBER OF SEQ ID NOS : 3 

23 <170> SOFTWARE: FastSEQ for Windows Version 4.0 

25 <210> SEQ ID NO: 1 

26 <211> LENGTH: 1824 
2 7 <212> TYPE: RNA 

2 8 <213> ORGANISM: Tobacco Mosaic Virus 
<S3Q <220> FEATURE: 

31 <221> NAME/KEY: CDS 

32 <222> LOCATION: (70)... (873) 

3-3 <223> OTHER INFORMATION: (episomal) peptide encodes fo TMV 30kDa movement 
^34 protein (268 residues) and CAT (204 residues). 

36 <221> NAME/KEY: CDS 

37 <222> LOCATION: ( 916 )...( 1530 ) 

39 <400> SEQUENCE: 1 

40 guauuuuuac aacaauuacc aacaacaaca aacaacaaac aacauuacaa uuacuauuua 60 

41 caauuacau aug gcu cua guu guu aaa gga aaa gug aau auc aau gag uuu 111 

42 Met Ala Leu Val Val Lys Gly Lys Val Asn lie Asn Glu Phe 

43 1 5 10 

4 5 auc gac cug aca aaa aug gag aag auc uua ccg ucg aug uuu acc ecu 159 

46 lie Asp Leu Thr Lys Met Glu Lys He Leu Pro Ser Met Phe Thr Pro 

47 15 20 25 30 

49 gua aag agu guu aug ugu ucc aaa guu gau aaa aua aug guu cau gag 207 

50 Val Lys Ser Val Met Cys Ser Lys Val Asp Lys He Met Val His Glu 

51 35 40 45 

53 aau gag uca uug uca gag gug aac cuu uuu aaa gga guu aag cuu auu 2 55 

54 Asn Glu Ser Leu Ser Glu Val Asn Leu Phe Lys Gly Val Lys Leu He 

55 50 55 60 

57 gau agu gga uac guc ugu uua gcc ggu uug guc guc acg ggc gag ugg 303 

58 Asp Ser Gly Tyr Val Cys Leu Ala Gly Leu Val Val Thr Gly Glu Trp 

59 . 65 70 75 

61 aac uug ecu gac aau ugc aga gga ggu gug age gug ugu cug gug gac 351 

62 Asn Leu Pro Asp Asn Cys Arg Gly Gly Val Ser Val Cys Leu Val Asp 

63 80 85 90 

65 aaa agg aug gaa aga gcc gac gag gcc acu cue gga ucu uac uac aca 399 

66 Lys Arg Met Glu Arg Ala Asp Glu Ala Thr Leu Gly Ser Tyr Tyr Thr 

67 95 100 105 110 
69 gca gcu gca aag aaa aga uuu cag uuc aag guc guu ccc aau uau gcu 447 
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